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AMENDMENTS TO CTL^ JMS 

1-4. (Canceled) 

5. (Currently amended) A method for processing information on nucleotide 
sequence, comprising; steps of; 

(a) receiving positional information representing: a position in a nucleotide sequence 
in accordance with a request for an object and/or service; 

(b) obtaining, from among a plurality of pieces of nucleotide s e qu e nce r elated 
information associated with pooitionnl information polvmoiphism pattern , nucleotide noquonc e 
related information a polymorphism pattern associated with positional infonnati eft 
corresponding to the positional information received in step (sl) . wherein the obtaine d 
polymorphism pattern is information on nucleotide sequence which differs among individual 
organisms and shows a pattern of nucleotide or nucleotide sequence in a polymorphism ; 

(c) transmitting the auolcotide sequenc e r e lated info i mation p olymorphism pattern 
obtained in step (b); sand 

(d) receiving semantic information impli e d by c orresponding to the nucleotide 
Goquonoo r e lat ed information polymorphism pattern transmitted in step (c) and/or information 
associated with the semantic information in association wit a positional information , wherein the 
semantic information refers to information on phenotypes caused by one or more differences in 
polymorphism patterns, such as information on responsiveness to medicaments, side-effects 
caused bv medicaments, risk of disea ses and disorders, diatheses and properties, and interaction 
among proteins; and 

wherein the method further comprises step (e) of d e termining whothor or not there is 
consistency between making a determination based on the positional information received in 
step (d) and positional information related to the nucl e otid e sequence related information 
polymorphism patter n transmitted in step (c); and 

wherein step (e) comprises alerting a party that received the nucl e otide l i oquonc o- 
relat e d informs &ioa p olymorphism pattern transmitted in step (c) when ther e is no consistency 
betw e en tho positional information r e coivod in stop (d) and the pooitioncd - information as s ociated 
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with th e nu c le o tid e! G f tqiT e nnc rdntnfi informntifm tnr^^^ * n (fi> 1 and wherei n the step of 
alerting is performed in response to the determination made in step (e). 



6. (Currently amended) A method for processing information on nucleotide 
sequence, comprising steps of: 

(a) receiving positional information representing: a position in a nucleotiiie sequence 
in accordance with a request for an object and/or service; 

(b) obtaining, from among a plurality of pieces of nucleotide sequ e nc e r e lat e d 
information as s ociated with pogitional information polvmoiphism pattern , nuolootid e s equenc e- 
rolatod information a polymorphism pattern associated with pooitional informa^en 
e orresponding to the positional Information received in step fa) , wherein the obtaine d 
polymorphism pattern is information on nucleotide sequence which differs amonp individual 
organisms and shows; a pattern of nucleotide or nucleotide sequence in a polymorphism : 

(c) transmitting the nucl e otide ooquonoo rolated information polymorphism pattern 
obtained in step (b); :md 

(d) receiving semantic information impliod by c orresponding to the nucleotid e 
sequence - rolatod information polymorphism pattern transmitted in step (c) and/or information 
associated with the semantic information in association with positional information , wherein the 
semantic information refers to information on phenotypes caused bv one or more differences in 
polymorphism patterns, such as information on responsiveness to medicaments, side-effects 
caused bv medicaments, risk of diseases and disorders, diatheses and properties, and interaction 
among proteins : and 

wherein tie method further comprises step (e) of detera rining whether or not there is 
consistency botwoon making a determination based on the jx>sitional information received in 
step (d) and positional information related to the nucleotide - soquonoe related - inform ation 
polymorphism patter n transmitted in step (c); and 

wherein step (e) comprises disclosing information concerning a party that received 
the nuolootide soquonoo - rolatcd informatio n polymorphism pattern transmitted in step (c) to a 
third party whon there is no cono i o t onoy - botwecn the positional information reoeived in st e p (d) 
and the positional information associated with tho nuolootide ooquonoo rolatod infonn aliea 
tranomittod in otop (e ^. and wherein the third party is an org anization for ensuring compliance 
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with rules cgpcgsiBE transmission/reception of positional ioformation or iX)lvmorphism pattern 
through a communication network, and wherein the step of disclo sinp jg performed in response 
to the det erminati on made in step (e) . 

7-12. (Canceled) 

13. (New) A method for processing information on nucleotide sequence, comprising 
steps of: (a) receiving positional information representing ii position in a nucleotide sequence in 
accordance with a request for an object and/or service; (b) obtaining, from among a plurality of 
pieces of polymorphism pattern, a polymorphism pattern associated with the positional 
information received in step (a), wherein the obtained polymorphism pattern is information on 
nucleotide sequence which differs among individual organisms and shows a pattern of 
nucleotide or nucleotide sequence in a polymorphism; (c) transmitting the polymorphism pattern 
obtained in step (b); and (d) receiving information corresponding to the polymorphism 'pattern 
transmitted in step (c) and/or information associated with tlie corresponding information in 
association with positional information; and 

wherein the method further comprises step (e) of making a determination based on 
the positional information received in step (d) and positi ons il information related to the 
polymorphism pattern transmitted in step (c); and 

wherein step (e) comprises alerting a party that received the polymorphism pattern 
transmitted in step (c), and wherein the step of alerting is performed in response to the 
determination made in step (e). 

14. (New ) The method of claim 13, wherein the corresponding information includes 
information on responsiveness to medicaments, side-effect:; caused by medicaments, risk of 
diseases and disorders, diatheses and properties, or interaction among proteins. 

15. (New) The method of claim 13, wherein st-sp (e) includes determining that there 
is no match between the positional information received in step (d) and the positional 
information related to the polymorphism pattern transmitte i in step (c). 
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16. (New ) A method for processing information on nucleotide sequence:, comprising 
steps of: (a) receiving positional information representing z. position in a nucleotide sequence in 
accordance with a request for an object and/or service; (b) obtaining, from among a plurality of 
pieces of polymorphism pattern, a polymorphism pattern associated with the positional 
information received in step (a), wherein the obtained polytaorphism pattern is information on 
nucleotide sequence which differs among individual organisms and shows a pattern of 
nucleotide or nucleotide sequence in a polymorphism; (c) tiansmitting the polymorphism pattern 
obtained in step (b); «ind (d) receiving information corresponding to the polymorphism pattern 
transmitted in step (c) and/or information associated with the corresponding information in 
association with positional information; and 

wherein the method further comprises step (e) of making a determination based on 
the positional information received in step (d) and positiomd information related to the 
polymorphism pattern transmitted in step (c); and 

wherein s tep (e) comprises disclosing information concerning a party that received 
the polymorphism pattern transmitted in step (c) to a third party, and wherein the third party is 
an organization for ensuring compliance with rules concerning transmission/reception of 
positional information or polymorphism pattern through a communication network, and wherein 
the step of disclosing is performed in response to the determination made In step (e). 

17. (New ) The method of claim 16, wherein the corresponding information 
includes information on responsiveness to medicaments, side-effects caused by me<licaments, 
risk of diseases and disorders, diatheses and properties, or interaction among proteins. 

18. (New) The method of claim 16, wherein stop (e) includes determining that there 
is no match between the positional information received in step (d) and the positional 
information related to the polymorphism pattern transmitted in step (c). 
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